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COMPUTATIONAL BIOLOGIST – GIGA/FARAH – ULIEGE  

Systems biology applied to immunology 

Postdoctoral researcher 
 
Project FEDER SYST-IMM : Systems biology applied to immunology: integration of multi-omics data 
to study responses to vaccines and respiratory pathogenic viruses. 
 

A consortium of immunology research groups of the FARAH and the GIGA at Liège University is 

looking for a postdoctoral computational biologist. The consortium is involved in the study of lung 

immune responses in preclinical models of inflammatory diseases, exposure to viruses and/or 
environmental pollutants (1-5).  The project aims to identify predictive signatures of the nature 

of the immune response to respiratory pathogens using multi-omics approaches in preclinical 

models. The multi-omics approaches will include integration of single-cell RNA sequencing data 

(10X Genomics, BD Rhapsody), ATAC-seq, spectral flow cytometry (Sony ID7000, FACSymphony 

A5SE), and spatial transcriptomics. 

 

The post-doctoral researcher will have a minimum experience in bioinformatics analysis of 

sequencing data, ideally in the domain of immunology, and an incentive to develop new analysis 

tools for the benefit of the project. The person hired will also be motivated by academic research 

and have a clear desire to put their knowledge of the field to good use in partnership with other 

computational biologists specialists working on the same research project. 
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TASKS 

 Analysis of single-cell sequencing data (10X Genomics, BD Rhapsody, Parse Biosciences, etc.); 
 Analysis of spatial transcriptomics data. 
 Integration of spectral flow cytometry data. 
 Integration of spectral imaging data. 
 Teamwork on joint projects, with direct links to the GIGA and FARAH laboratories. 
 Development of new bioinformatics analytical approaches for the integration of multiple 

data. 
 Participation in the planning of preclinical experiments prior to analysis.  

 
PROFILE 

 PhD in (bio)medical, veterinary or related sciences. 
 Proficiency in bioinformatics analysis tools. 
 Demonstrated ability in state-of-the-art bioinformatics analysis through scientific publications. 
 Willingness and ability to develop new bioinformatics tools for analyzing complex biological data. 
 Organizational skills and the ability to work independently. 
 A taste for teamwork. 
 Ability to manage a team. 

 

HIRING CONDITIONS  

 Full-time fixed-term contract for 1 year, renewable (up to 6 years in total)  
 Basic gross monthly salary (scale 116S) 4.990,78 euros (index update on 01/12/2023) with 

the possibility of recognition of seniority that can be valorized) 
 Start date: immediately 

 

PARTNERS OF THE PROJECT 

 Laurent Gillet   Didier Cataldo 
 Bénédicte Machiels  Thomas Marichal 
 Frédéric Baron   Benjamin G. Dewals 

 

COMPLEMENTARY INFORMATION 

 For additional information on the nature of the tasks, applicants are invited to contact 
Laurent Gillet (L.Gillet@uliege.be). (+3243664286) 
 

HOW TO APPLY? 

Applications (quoting the reference number), together with a CV and covering letter, should be 

sent to Christina Espert (christina.espert@uliege.be) by 9/08/2024 
Date de parution : 19/07/2024 
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